Wilcoxon signed ranks tests for the histograms of the lysis time Figure S1 The optical images of red blood cells from normal, β-adducin-null, nb/nb and Tmod1-null mice. 
Wilcoxon signed ranks tests for the histograms of the lysis time Figure S1 The optical images of red blood cells from normal, β-adducin-null, nb/nb and Tmod1-null mice. Tmod1 null 2 0.8293 0 ns § The statistical significance is obtained according to the P value of Wilcoxon signed rank test. When the P value is over 0.05, there is no statistical significance (ns) between the two samples. When the P value is between 0.01 and 0.05, the difference between the two samples is significant (*). When the P value is between 0.001 and 0.01, the difference between the two samples is very significant (**).When the P value is less than 0.001, the difference between the two samples is extremely significant (***). Figure S1 . The optical images of red blood cells from normal, β-adducin-null, nb/nb and Tmod1-null mice.
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Figure S2. The lysis time histograms compiled based on data taken using RBCs from two normal mice. Fitting by a Gaussian (outlined in red) reveals the centroid lysis time. The field intensity for lysis (in the narrow section) was 1200 V/cm. Each histogram consists of data from ~2000-3000 cells.
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This journal is © The Royal Society of Chemistry 2011 Figure S3 . The lysis time histogram compiled based on data taken using RBCs from one β-adducin-null mouse. Fitting by a Gaussian (outlined in red) reveals the centroid lysis time. The field intensity for lysis (in the narrow section) was 1200 V/cm. Each histogram consists of data from ~2000-3000 cells. Figure S4 . The lysis time histograms compiled based on data taken using RBCs from two nb/nb mice. Fitting by 3 separate Gaussians (with each outlined in blue and the combined outlined in red) reveals the centroid lysis times for various subpopulations. The field intensity for lysis (in the narrow section) was 1200 V/cm. Each histogram consists of data from ~2000-3000 cells. Figure S5 . The lysis time histograms compiled based on data taken using RBCs from three normal mice. Fitting by a Gaussian (outlined in red) reveals the centroid lysis time. The field intensity for lysis (in the narrow section) was 1100 V/cm. Each histogram consists of data from ~2000-3000 cells.
This journal is © The Royal Society of Chemistry 2011 Figure S6 . The lysis time histograms compiled based on data taken using RBCs from two Tmod1-null mice. Fitting by a Gaussian (outlined in red) reveals the centroid lysis time. The field intensity for lysis (in the narrow section) was 1100 V/cm. Each histogram consists of data from ~2000-3000 cells. Figure S7 . The lysis time histograms compiled based on data taken using RBCs from two β-adducin-null mice. Fitting by a Gaussian (outlined in red) reveals the centroid lysis time. The field intensity for lysis (in the narrow section) was 1100 V/cm. Each histogram consists of data from ~2000-3000 cells.
